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SEQUENCE LISTING 



<110> Janssen Pharmaceutica N.V. 

5 

<120> CHIMERIC GABAg RECEPTOR 
10 <130> PRD 2108 

<150> PCT/ EP03/10263 
15 <151> 2003-09-12 

<160> 4 

20 <170> Patentln version 3.1 

<210> 1 
<211> 2886 
<212> DNA 
25 <213> Homo sapiens 

<220> 

<221> CDS 
<222> (1)..(2886) 
30 <223> 

<400> 1 

atgttgctgc tgctgctact ggcgccactc ttcctccgcc ccccgggcgc gggcggggcg 60 

cagaccccca acgccacctc agaaggttgc cagatcatac acccgccctg ggaagggggc 120 

35 atcaggtacc ggggcctgac tcgggaccag gtgaaggcta tcaacttcct gccagtggac 180 

tatgagattg agtatgtgtg ccggggggag cgcgaggtgg tggggcccaa ggtccgcaag 240 

tgcctggcca acggctcctg gacagatatg gacacaccca gccgctgtgt ccgaatctgc 300 

tccaagtctt atttgaccct ggaaaatggg aaggttttcc tgacgggtgg ggacctccca 360 

gctctggacg gagcccgggt ggatttccgg tgtgaccccg acttccatct ggtgggcagc 420 

40 tcccggagca tctgtagtca gggccagtgg agcaccccca agccccactg ccaggtgaat 4 80 

cgaacgccac actcagaacg gcgcgcagtg tacatcgggg cactgtttcc catgagcggg 540 

ggctggccag ggggccaggc ctgccagccc gcggtggaga tggcgctgga ggacgtgaat * 600 

agccgcaggg acatcctgcc ggactatgag ctcaagctca tccaccacga cagcaagtgt 660 

gatccaggcc aagccaccaa gtacctatat gagctgctct acaacgaccc tatcaagatc 720 

45 atccttatgc ctggctgcag ctctgtctcc acgctggtgg ctgaggctgc taggatgtgg 780 

aacctcattg tgctttccta tggatccagc tcaccagccc tgtcaaaccg gcagcgtttc 840 

cccactttct tccgaacgca cccatcagcc acactccaca accctacccg cgtgaaactc 900 

tttgaaaagt ggggctggaa gaagattgct accatccagc agaccactga ggtcttcact 960 

tcgactctgg acgacctgga ggaacgagtg aaggaggctg gaattgagat tactttccgc 1020 

50 cagagtttct tctcagatcc agctgtgccc gtcaaaaacc tgaagcgcca ggatgcccga 1080 

atcatcgtgg gacttttcta tgagactgaa gcccggaaag ttttttgtga ggtgtacaag 1140 

gagcgtctct ttgggaagaa gtacgtctgg ttcctcattg ggtggtatgc tgacaattgg 1200 

ttcaagatct acgacccttc tatcaactgc acagtggatg agatgactga ggcggtggag 1260 

ggccacatca caactgagat tgtcatgctg aatcctgcca atacccgcag catttccaac 1320 

55 atgacatccc aggaatttgt ggagaaacta accaagcgac tgaaaagaca ccctgaggag • 1380 

acaggaggct tccaggaggc accgctggcc tatgatgcca tctgggcctt ggcactggcc 1440 

ctgaacaaga catctggagg aggcggccgt tctggtgtgc gcctggagga cttcaactac 1500 

aacaaccaga ccattaccga ccaaatctac cgggcaatga actcttcgtc ctttgagggt 1560 

gtctctggcc atgtggtgtt tgatgccagc ggctctcgga tggcatggac gcttatcgag 1620 

60 cagcttcagg gtggcagcta caagaagatt ggctactatg acagcaccaa ggatgatctt 1680 

tcctggtcca aaacagataa atggattgga gggtcccccc cagctgacca gaccctggtc 1740 

atcaagacat tccgcttcct gtcacagaaa ctctttatct ccgtctcagt tctctccagc 1800 

ctgggcattg tcctagctgt tgtctgtctg tcctttaaca tctacaactc acatgtccgt 1860 

tatatccaga actcacagcc caacctgaac aacctgactg ctgtgggctg ctcactggct 1920 

65 ttagctgctg tcttccccct ggggctcgat ggttaccaca ttgggaggaa ccagtttcct 1980 

ttcgtctgcc aggcccgcct ctggctcctg ggcctgggct ttagtctggg ctacggttcc 2040 

atgttcacca agatttggtg ggtccacacg gtcttcacaa agaaggaaga aaagaaggag 2100 



-32- 



tggaggaaga ctctggaacc ctggaagctg 
gatgtcctca ctctcgccat ctggcagatc 
tttgccaagg aggaacctaa ggaagatatt 
tgcagctcca ggaagatgaa tacatggctt 
5 ctgctgctgg gaatcttcct tgcttatgag 
gatcaccggg ctgtgggcat ggctatctac 
cctgtcacca tgattctgtc cagccagcag 
atagttttct cctcctatat cactcttgtt 
atcacccgag gggaatggca gtcggaggcg 
10 aacaacaacg aggaggagaa gtcccggctg 
atcattgctg agaaagagga gcgtgtctct 
cagctccgct cccggcgcca cccaccgaca 
ggaccccctg agccccccga ccggcttagc 
aagtga 

15 



tatgccacag tgggcctgct ggtgggcatg 2160 

gtggaccctc tgcaccggac cattgagaca 2220 

gacgtctcta ttctgcccca gctggagcat 2280 

ggcattttct atggttacaa ggggctgctg 2340 

accaagagtg tgtccactga gaagatcaat 2400 

aatgtggcag tcctgtgcct catcactgct 2460 

gatgcagcct ttgcctttgc ctctcttgcc 2520 

gtgctctttg tgcccaagat gcgcaggctg 2580 

caggacacca tgaagacagg gtcatcgacc 2 64 0 

ttggagaagg agaaccgtga actggaaaag 2700 

gaactgcgcc atcaactcca gtctcggcag 2760 

cccccagaac cctctggggg. cctgcccagg 2820 

tgtgatggga gtcgagtgca tttgctttat 2 880 

2886 



20 



<210> 2 

<211> 961 

<212> PRT 

<213> Homo sapiens 



25 



30 



35 



40 



<400> 2 

MLLLLLLAPL 

YEIEYVCRGE 

ALDGARVDFR 

GWPGGQACQP 

ILMPGCSSVS 

FEKWGWKKIA 

IIVGLFYETE 

GHITTEIVML 

LNKTSGGGGR 

QLQGGSYKKI 

LGIVLAWCL 

FVCQARLWLL 

DVLTLAIWQI 

LLLGIFLAYE 

IVFSSYITLV 

IIAEKEERVS 

K 



FLRPPGAGGA 
REWGPKVRK 
CDPDFHLVGS 
AVEMALEDVN 
TLVAEAARMW 
TIQQTTEVFT 
ARKVFCEVYK 
NPANTRS I SN 
SGVRLEDFNY 
GYYDSTKDDL 
SFNIYNSHVR 
GLGFSLGYGS 
VDPLHRTIET 
TKSVSTEKIN 
VLFVPKMRRL 
ELRHQLQSRQ 



QTPNATSEGC 
CLANGSWTDM 
SRSICSQGQW 
SRRDILPDYE 
NLIVLSYGSS 
STLDDLEERV 
ERLFGKKYVW 
MTSQEFVEKL 
NNQTITDQIY 
SWSKTDKWIG 
YIQNSQPNLN 
MFTKIWWVHT 
FAKEEPKEDI 
DHRAVGMAIY 
ITRGEWQSEA 
QLRSRRHPPT 



QIIHPPWEGG 
DTPSRCVRIC 
STPKPHCQVN 
LKLIHHDSKC 
SPALSNRQRF 
KEAGIEITFR 
FLIGWYADNW 
TKRLKRHPEE 
RAMNSSSFEG 
GSPPADQTLV 
NLTAVGCSLA 
VFTKKEEKKE 
DVSILPQLEH 
NVAVLCL I TA 
QDTMKTGSST 
PPEPSGGLPR 



IRYRGLTRDQ 
SKSYLTLENG 
RTPHSERRAV 
DPGQATKYLY 
PTFFRTHPSA 
QSFFSDPAVP 
FKIYDPSINC 
TGGFQEAPLA 
VSGHWFDAS 
IKTFRFLSQK 
LAAVFPLGLD 
WRKTLEPWKL 
CSSRKMNTWL 
PVTMILSSQQ 
NNNEEEKSRL 
GPPEPPDRLS 



VKAINFLPVD 
KVFLTGGDLP 
YIGALFPMSG 
ELLYNDPIKI 
TLHNPTRVKL 
VKNLKRQDAR 
TVDEMTEAVE 
YDAIWALALA 
GSRMAWTLIE 
LFISVSVLSS 
GYHIGRNQFP 
YATVGLLVGM 
GIFYGYKGLL 
DAAFAFASLA 
LEKENRELEK 
CDGSRVHLLY 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
660 
720 
780 
840 
900 
960 
961 



45 



<210> 3 

<211> 2823 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> CDS 
<222> (1) . . (2823) - 
50 <223> 



<400> 3 

atggcttccc cgcggagctc cgggcagccc 

gcgcgcctgc tactgctact gctgctgccg 

55 ggctgggcgc ggggcgcccc ccggccgccg 

ctcatgccgc tcaccaagga ggtggccaag 

gtggaactgg ccatcgagca gatccgcaac 

ctgcggctct atgacacgga gtgcgacaac 

ataaaatacg ggccgaacca cttgatggtg 

60 atcattgcag agtccctcca aggctggaat 

cctgttctag ccgataagaa aaaataccct 

gcggtgaatc cagccattct gaagttgctc 

ctgacgcaag acgttcagag gttctctgag 

ggcgaggaca ttgagatttc agacaccgag 

65 aaaaagctga aggggaatga tgtgcggatc 

gcaaaagtgt tctgttgtgc atacgaggag 

attccgggct ggtacgagcc ttcttggtgg 

cgctgcctcc ggaagaatct gcttgctgcc 

cccctgagct ccaagcagat caagaccatc 

70 gagtacaaca acaagcggtc aggcgtgggg 

ggcatctggg tcatcgccaa gacactgcag 



gggccgccgc cgccgccgcc accgccgccc 60 

ctgctgctgc ctctggcgcc cggggcctgg 120 

cccagcagcc cgccgctctc catcatgggc 180 

ggcagcatcg ggcgcggtgt gctccccgcc 240 

gagtcactcc tgcgccccta cttcctcgac 300 

gcaaaagggt tgaaagcctt ctacgatgca 360 

tttggaggcg tctgtccatc cgtcacatcc 420 

ctggtgcagc tttcttttgc tgcaaccacg 480 

tatttctttc ggaccgtccc atcagacaat 540 

aagcactacc agtggaagcg cgtgggcacg 600 

gtgcggaatg acctgactgg agttctgtat 660 

agcttctcca acgatccctg taccagtgtc 720 

atccttggcc agtttgacca gaatatggca 780 

aacatgtatg gtagtaaata tcagtggatc 840 

gagcaggtgc acacggaagc caactcatcc 900 

atggagggct acattggcgt ggatttcgag 960 

tcaggaaaga ctccacagca gtatgagaga 1020 

cccagcaagt tccacgggta cgcctacgat 1080 

agggccatgg agacactgca tgccagcagc 1140 



-33- 



cggcaccagc ggatccagga cttcaactac 
aatgccatga acgagaccaa cttcttcggg 
gagagaatgg ggaccattaa atttactcaa 
gagtacaacg ctgtggccga cacactggag 
5 tccgaaccac caaaagacaa gaccatcatc 
ctctacagca tcctctctgc cctcaccatc 
ttcttcaaca tcaagaaccg gaatcagaag 
aaccttatca tccttggagg gatgctctcc 
ggatcctttg tctctgaaaa gacctttgaa 

10 accgtgggct acacgaccgc ttttggggcc 
atcttcaaaa atgtgaaaat gaagaagaag 
gtggggggca tgctgctgat cgacctgtgt 
ctgcgaagga cagtggagaa gtacagcatg 
atccgccctc tcctggagca ctgtgagaac 

15 tatgcctaca agggacttct catgttgttc 
gtcagcatcc ccgcactcaa cgacagcaag 
atcatgtgca tcatcggggc cgctgtctcc 
ttctgcatcg tggctctggt catcatcttc 
gtgccgaagc tcatcaccct gagaacaaac 

20 cagttcactc agaatcagaa gaaagaagat 
aaccaagcca gcacatcccg cctggagggc 
aagatcacag agctggataa agacttggaa 
gaaaagacca cctacattaa acagaaccac 
ggaaacttca ctgagagcac agatggagga 

25 aatccccagc tacagtggaa cacaacagag 
gatataaact ctccagaaca catccagcgt 
cacgcctacc tcccatccat cggaggcgtg 
cccaccgcca gcccccgcca cagacatgtg 



acggaccaca cgctgggcag gatcatcctc 1200 

gtcacgggtc aagttgtatt ccggaatggg 1260 

tttcaagaca gcagggaggt gaaggtggga 1320 

atcatcaatg acaccatcag gttccaagga 1380 

ctggagcagc tgcggaagat ctccctacct 1440 

ctcgggatga tcatggccag tgcttttctc 1500 

ctcataaaga tgtcgagtcc atacatgaac 1560 

tatgcttcca tatttctctt tggccttgat 1620 

acactttgca ccgtcaggac ctggattctc 1680 

atgtttgcaa agacctggag agtccacgcc 1740 

atcatcaagg accagaaact gcttgtgatc 1800 

atcctgatct gctggcaggc tgtggacccc 1860 

gagccggacc cagcaggacg ggatatctcc 1920 

acccatatga ccatctggct tggcatcgtc 1980 

ggttgtttct tagcttggga gacccgcaac 2040 

tacatcggga tgagtgtcta caacgtgggg 2100 

ttcctgaccc gggaccagcc caatgtgcag 2160 

tgcagcacca tcaccctctg cctggtattc 2220 

ccagatgcag caacgcagaa caggcgattc 22 80 

tctaaaacgt ccacctcggt caccagtgtg 2340 

ctacagtcag aaaaccatcg cctgcgaatg 2400 

gaggtcacca tgcagctgca ggacacacca 2460 

taccaagagc tcaatgacat cctcaacctg 2520 

aaggccattt taaaaaatca cctcgatcaa 2580 

ccctctcgaa catgcaaaga tcctatagaa 2640 

cggctgtccc tccagctccc catcctccac 2700 

gacgccagct gtgtcagccc ctgcgtcagc 2760 

ccaccctcct tccgagtcat ggtctcgggc 2820 

2823 



35 



<210> 4 

<211> 941 

<212> PRT 

<213> Homo sapiens 



40 



45 



50 



<400> 4 

MASPRSSGQP 

LMPLTKEVAK 

IKYGPNHLMV 

AVNPAILKLL 

KKLKGNDVRI 

RCLRKNLLAA 

GIWVIAKTLQ 

ERMGTIKFTQ 

LYSILSALTI 

GSFVSEKTFE 

VGGMLLIDLC 

YAYKGLLMLF 

FCIVALVIIF 

NQASTSRLEG 

GNFTESTDGG 

HAYLPSIGGV 



GPPPPPPPPP 
GSIGRGVLPA 
FGGVCPSVTS 
KHYQWKRVGT 
ILGQFDQNMA 
MEGYIGVDFE 
RAMETLHASS 
FQDSREVKVG 
LGMIMASAFL 
TLCTVRTWIL 
ILICWQAVDP 
GCFLAWETRN 
CSTITLCLVF 
LQSENHRLRM 
KAILKNHLDQ 
DASCVSPCVS 



ARLLLLLLLP 
VELAIEQIRN 
IIAESLQGWN 
LTQDVQRFSE 
AKVFCCAYEE 
PLSSKQIKTI 
RHQRIQDFNY 
EYNAVADTLE 
FFNIKNRNQK 
TVGYTTAFGA 
LRRTVEKYSM 
VSIPALNDSK 
VPKLITLRTN 
KITELDKDLE 
NPQLQWNTTE 
PTAS PRHRHV 



LLLPLAPGAW 
ESLLRPYFLD 
LVQLSFAATT 
VRNDLTGVLY 
NMYGSKYQWI 
SGKTPQQYER 
TDHTLGRIIL 
IINDTIRFQG 
LIKMSSPYMN 
MFAKTWRVHA 
EPDPAGRDIS 
YIGMSVYNVG 
PDAATQNRRF 
EVTMQLQDTP 
PSRTCKDPIE 
PPSFRVMVSG 



GWARGAPRPP 
LRLYDTECDN 
PVLADKKKYP 
GEDIEISDTE 
IPGWYEPSWW 
EYNNKRSGVG 
NAMNETNFFG 
SEPPKDKTII 
NLIILGGMLS 
IFKNVKMKKK 
IRPLLEHCEN 
IMCIIGAAVS 
QFTQNQKKED 
EKTTYIKQNH 
DINSPEHIQR 
L 



PSSPPLSIMG 
AKGLKAFYDA 
YFFRTVPSDN 
SFSNDPCTSV 
EQVHTEANSS 
PSKFHGYAYD 
VTGQWFRNG 
LEQLRKISLP 
YASIFLFGLD 
IIKDQKLLVI 
THMTIWLGIV 
FLTRDQPNVQ 
SKTSTSVTSV 
YQELNDILNL 
RLSLQLPILH 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
660 
720 
780 
840 
900 
941 



55 



SEQUENCE LISTING 



10/569760 

mi*MW!7Z 24 FEB 2006 



<110> 


Janssen Pharmaceutica N.V 


<120> 


CHIMERIC GABAb RECEPTOR 


<130> 


PRD 2108 


<150> 


PCT/ EP03/10263 


<151> 


2003-09-13 


<160> 


4 


<170> 


Patentln version 3.1 


<210> 


1 


<211> 


2886 


<212> 


DNA 


<213> 


Homo sanipns 


<220> 




<221> 


CDS 


<222> 


(1) . . (2886) 


<223> 




<400> 


1 



atg ttg ctg ctg ctg eta ctg gcg cca etc ttc etc cgc ccc ccg ggc 48 
Met Leu Leu Leu Leu Leu Leu Ala Pro Leu Phe Leu Arg Pro Pro Gly 
15 10 15 

gcg ggc ggg gcg cag acc ccc aac gec acc tea gaa ggt tgc cag ate 96 
Ala Gly Gly Ala Gin Thr Pro Asn Ala Thr Ser Glu Gly Cys Gin lie 
20 25 30 

ata cac ccg ccc tgg gaa ggg ggc ate agg tac egg ggc ctg act egg 144 
lie His Pro Pro Trp Glu Gly Gly lie Arg Tyr Arg Gly Leu Thr Arg 
35 40 45 



gac cag gtg aag get ate aac ttc ctg 

Asp Gin Val Lys Ala lie Asn Phe Leu 

50 55 

tat gtg tgc egg ggg gag cgc gag gtg 

Tyr Val Cys Arg Gly Glu Arg Glu Val 
65 70 

tgc ctg gee aac ggc tec tgg aca gat 

Cys Leu Ala Asn Gly Ser Trp Thr Asp 
85 

gtc cga ate tgc tec aag tct tat ttg 

Val Arg lie Cys Ser Lys Ser Tyr Leu 

100 105 

ttc ctg acg ggt ggg gac etc cca get 

Phe Leu Thr Gly Gly Asp Leu Pro Ala 



cca gtg gac tat gag att gag 192 
Pro Val Asp Tyr Glu lie Glu 
60 

gtg ggg ccc aag gtc cgc aag 240 
Val Gly Pro Lys Val Arg Lys 
75 80 

atg gac aca ccc age cgc tgt 288 
Met Asp Thr Pro Ser Arg Cys 
90 95 

acc ctg gaa aat ggg aag gtt 336 
Thr Leu Glu Asn Gly Lys Val 
110 

ctg gac gga gee egg gtg gat 384 
Leu Asp Gly Ala Arg Val Asp 



115 



120 



125 



ttc egg tgt gac ccc gac ttc cat ctg gtg ggc age tec egg age ate 432 
Phe Arg Cys Asp Pro Asp Phe His Leu Val Gly Ser Ser Arg Ser lie 
130 135 140 

tgt agt cag ggc cag tgg age ace ccc aag ccc cac tgc cag gtg aat 480 
Cys Ser Gin Gly Gin Trp Ser Thr Pro Lys Pro His Cys Gin Val Asn 
145 150 155 160 

cga acg cca cac tea gaa egg cgc gca gtg tac ate ggg gca ctg ttt 52 8 

Arg Thr Pro His Ser Glu Arg Arg Ala Val Tyr lie Gly Ala Leu Phe 
165 170 175 

ccc atg age ggg ggc tgg cca ggg ggc cag gec tgc cag ccc gcg gtg 576 
Pro Met Ser Gly Gly Trp Pro Gly Gly Gin Ala Cys Gin Pro Ala Val 
180 185 190 

gag atg gcg ctg gag gac gtg aat age cgc agg gac ate ctg ccg gac 624 
Glu Met Ala Leu Glu Asp Val Asn Ser Arg Arg Asp lie Leu Pro Asp 
195 200 205 

tat gag etc aag etc ate cac cac gac age aag tgt gat cca ggc caa 672 
Tyr Glu Leu Lys Leu lie His His Asp Ser Lys Cys Asp Pro Gly Gin 
210 215 220 

gee acc aag tac eta tat gag ctg etc tac aac gac cct ate aag ate 720 
Ala Thr Lys Tyr Leu Tyr Glu Leu Leu Tyr Asn Asp Pro lie Lys lie 
225 230 235 240* 

ate ctt atg cct ggc tgc age tct gtc tec acg ctg gtg get gag get 768 
lie Leu Met Pro Gly Cys Ser Ser Val Ser Thr Leu Val Ala Glu Ala 
245 250 255 

get agg atg tgg aac etc att gtg ctt tec tat gga tec age tea cca 816 
Ala Arg Met Trp Asn Leu lie Val Leu Ser Tyr Gly Ser Ser Ser Pro 
260 265 270 

gee ctg tea aac egg cag cgt ttc ccc act ttc ttc cga acg cac cca 864- 
Ala Leu Ser Asn Arg Gin Arg Phe Pro Thr Phe Phe Arg Thr His Pro 
275 280 285 

tea gee aca etc cac aac cct acc cgc gtg aaa etc ttt gaa aag tgg 912 
Ser Ala Thr Leu His Asn Pro Thr Arg Val Lys Leu Phe Glu Lys Trp 
290 295 300 

ggc tgg aag aag att get acc ate cag cag acc act gag gtc ttc act 96 0 

Gly Trp Lys Lys ■ He Ala Thr He Gin Gin Thr Thr Glu Val Phe Thr 
305 310 315 320 

teg act ctg gac gac ctg gag gaa cga gtg aag gag get gga att gag 1008 
Ser Thr Leu Asp Asp Leu Glu Glu Arg Val Lys Glu Ala Gly He Glu 
325 330 335 

att act ttc cgc cag agt ttc ttc tea gat cca get gtg ccc gtc aaa 1056 
He Thr Phe Arg Gin Ser Phe Phe Ser Asp Pro Ala Val Pro Val Lys 
340 345 350 



aac ctg aag cgc cag gat gcc cga ate ate gtg gga ctt ttc tat gag 1104 
Asn Leu Lys Arg Gin Asp Ala Arg He He Val Gly Leu Phe Tyr Glu 
355 360 365 

act gaa gcc egg aaa gtt ttt tgt gag gtg tac aag gag cgt etc ttt 1152 
Thr Glu Ala Arg Lys Val Phe Cys Glu Val Tyr Lys Glu Arg Leu Phe 
370 375 380 

ggg aag aag tac gtc tgg ttc etc att ggg tgg tat get gac aat tgg 12 00 

Gly Lys Lys Tyr Val Trp Phe Leu He Gly Trp Tyr Ala Asp Asn Trp 
385 390 395 400 

ttc aag ate tac gac cct tct ate aac tgc aca gtg gat gag atg act 1248 
Phe Lys He Tyr Asp Pro Ser He Asn Cys Thr Val Asp Glu Met Thr 
405 410 415 

gag gcg gtg gag ggc cac ate aca act gag att gtc atg ctg aat cct 12 96 

Glu Ala Val Glu Gly His He Thr Thr Glu He Val Met Leu Asn Pro 
420 425 430 

gcc aat acc cgc age att tec aac atg aca tec cag gaa ttt gtg gag 1344 
Ala Asn Thr Arg Ser He Ser Asn Met Thr Ser Gin Glu Phe Val Glu 
435 440 445 

aaa eta acc aag cga ctg aaa aga cac cct gag gag aca gga ggc ttc 13 92 

Lys Leu Thr Lys Arg Leu Lys Arg His Pro Glu Glu Thr Gly Gly Phe 
450 455 460 

cag gag gca ccg ctg gcc tat gat gcc ate tgg gcc ttg gca ctg gcc 1440 
Gin Glu Ala Pro Leu Ala Tyr Asp Ala He Trp Ala Leu Ala Leu Ala 
465 470 475 480 

ctg aac aag aca tct gga gga ggc ggc cgt tct ggt gtg cgc ctg gag 1488 
Leu Asn Lys Thr Ser Gly Gly Gly Gly Argt Ser Gly Val Arg Leu Glu 
485 490 495 

gac ttc aac tac aac aac cag acc -att acc gac caa ate tac egg gca 1536 
Asp Phe Asn Tyr Asn Asn Gin Thr He Thr Asp Gin lie Tyr Arg Ala 
500 505 510 

atg aac tct teg tec ttt gag ggt gtc tct ggc cat gtg gtg ttt gat 1584 
Met Asn Ser Ser Ser Phe Glu Gly Val Ser Gly His Val Val Phe Asp 
515 520 525 

gcc age ggc tct egg atg gca tgg acg ctt ate gag cag ctt cag ggt 1632 
Ala Ser Gly Ser Arg Met Ala Trp Thr Leu He Glu Gin Leu Gin Gly 
530 535 540 

ggc age tac aag aag att ggc tac tat gac age acc aag gat gat ctt 1680 
Gly Ser Tyr Lys Lys He Gly Tyr Tyr Asp Ser Thr Lys Asp Asp Leu 
545 550 555 560 

tec tgg tec aaa aca gat aaa tgg att gga ggg tec ccc cca get gac 1728 
Ser Trp Ser Lys Thr Asp Lys Trp He Gly Gly Ser Pro Pro Ala Asp 
565 570 575 



cag acc ctg gtc ate aag aca ttc cgc ttc ctg tea cag aaa etc ttt 1776 
Gin Thr Leu Val lie Lys Thr Phe Arg Phe Leu Ser Gin Lys Leu Phe 
580 585 ' 590 

ate tec gtc tea gtt etc tec age ctg ggc att gtc eta get gtt gtc 1824 
lie Ser Val Ser Val Leu Ser Ser Leu Gly lie Val Leu Ala Val Val 
595 600 605 

tgt ctg tec ttt aac ate tac aac tea cat gtc cgt tat ate cag aac 1872 
Cys Leu Ser Phe Asn lie Tyr Asn Ser His Val Arg Tyr lie Gin Asn 
610 615 620 

tea cag ccc aac ctg aac aac ctg act get gtg ggc tgc tea ctg get 1920 
Ser Gin Pro Asn Leu Asn Asn Leu Thr Ala Val Gly Cys Ser Leu Ala 
625 630 635 640 . 

tta get get gtc ttc ccc ctg ggg etc gat ggt tac cac att ggg agg 1968 
Leu Ala Ala Val Phe Pro Leu Gly Leu Asp Gly Tyr His lie Gly Arg 
645 650 655 

aac cag ttt cct ttc gtc tgc cag gee cgc etc tgg etc ctg ggc ctg 2016 
Asn Gin Phe Pro Phe Val Cys Gin Ala Arg Leu Trp Leu Leu Gly Leu 
660 665 670 

ggc ttt agt ctg ggc tac ggt tec atg ttc acc aag att tgg tgg gtc 2064 
Gly Phe Ser Leu Gly Tyr Gly Ser Met Phe Thr Lys lie Trp Trp Val 
675 680 685 

cac acg gtc ttc aca aag aag gaa gaa aag aag gag tgg agg aag act 2112 
His Thr Val Phe Thr Lys Lys Glu Glu Lys Lys Glu Trp Arg Lys Thr 
690 695 700 

ctg gaa ccc tgg aag ctg tat gee aca gtg ggc ctg ctg gtg ggc atg 2160 
Leu Glu Pro Trp Lys Leu Tyr Ala Thr Val Gly Leu Leu Val Gly Met 
705 710 715 720 

gat gtc etc act etc gee ate tgg cag ate gtg gac cct ctg cac egg 2208 
Asp Val Leu Thr Leu Ala lie Trp Gin lie Val Asp Pro Leu His Arg 
725 730 735 

acc att gag aca ttt gee aag gag gaa cct aag gaa gat att gac gtc 2256 
Thr lie Glu Thr Phe Ala Lys Glu Glu Pro Lys Glu Asp lie Asp Val 
740 745 750 

tct att ctg ccc cag ctg gag cat tgc age tec agg aag atg aat aca 2304 
Ser lie Leu Pro Gin Leu Glu His Cys Ser Ser Arg Lys Met Asn Thr 
755 760 765 

tgg ctt ggc att ttc tat ggt tac aag ggg ctg ctg ctg ctg ctg gga 2352 
Trp Leu Gly lie Phe Tyr Gly Tyr Lys Gly Leu Leu Leu Leu Leu Gly 
770 775 780 

ate ttc ctt get tat gag acc aag agt gtg tec act gag aag ate aat 2400 
lie Phe Leu Ala Tyr Glu Thr Lys Ser Val Ser Thr Glu Lys lie Asn 
785 790 795 800 

gat cac egg get gtg ggc atg get ate tac aat gtg gca gtc ctg tgc 2448 



Asp His Arg Ala Val Gly Met Ala lie Tyr Asn Val Ala Val Leu Cys 
805 810 815 

etc ate act get cct gtc acc atg att ctg tec age cag cag gat gca 2496 
Leu lie Thr Ala Pro Val Thr Met lie Leu Ser Ser Gin Gin Asp Ala 
820 825 830 

gee ttt gec ttt gee tct ctt gee ata gtt ttc tec tec tat ate act 2544 
Ala Phe Ala Phe Ala Ser Leu Ala lie Val Phe Ser Ser Tyr lie Thr 
835 840 845 

ctt gtt gtg etc ttt gtg ccc aag atg cgc agg ctg ate acc cga ggg 2592 
Leu Val Val Leu Phe Val Pro Lys Met Arg Arg Leu lie Thr Arg Gly 
850 855 860 

gaa tgg cag teg gag gcg cag gac acc atg aag aca ggg tea teg acc 2640 
Glu Trp Gin Ser Glu Ala Gin Asp Thr Met Lys Thr Gly Ser Ser Thr 
865 870 875 880 

aac aac aac gag gag gag aag tec egg ctg ttg gag aag gag aac cgt 2688 
Asn Asn Asn Glu Glu Glu Lys Ser Arg Leu Leu Glu Lys Glu Asn Arg 
885 890 -895 

gaa ctg gaa aag ate att get gag aaa gag gag cgt gtc tct gaa ctg 2736 
Glu Leu Glu Lys lie lie Ala Glu Lys Glu Glu Arg Val Ser Glu Leu 
900 905 910 

cgc cat caa etc cag tct egg cag cag etc cgc tec egg cgc cac cca 2784 
Arg His Gin Leu Gin Ser Arg Gin Gin Leu Arg Ser Arg Arg His Pro 
915 920 925 

ccg aca ccc cca gaa ccc tct ggg ggc ctg ccc agg gga ccc cct gag 2 832 

Pro Thr Pro Pro Glu Pro Ser Gly Gly Leu Pro Arg Gly Pro Pro Glu 
930 935 940 

ccc ccc gac egg ctt age tgt gat ggg agt cga gtg cat ttg ctt tat 2 880 

Pro Pro Asp Arg Leu Ser Cys Asp Gly Ser Arg Val His Leu Leu Tyr 
945 950 955 960 

aag tga 2886 
Lys 



<210> 2 

<211> 961 

<212> PRT 

<213> Homo sapiens 

<400> 2 

Met Leu Leu Leu Leu Leu Leu Ala Pro Leu Phe Leu Arg Pro Pro Gly 
15 10 15 



Ala Gly Gly Ala Gin Thr Pro Asn Ala Thr Ser Glu Gly Cys Gin lie 
20 25 30 



lie His Pro Pro Trp Glu Gly Gly lie Arg Tyr Arg Gly Leu Thr Arg 
35 40 45 



Asp Gin Val Lys Ala lie Asn Phe Leu Pro Val Asp Tyr Glu lie Glu 
50 55 60 



Tyr Val Cys Arg Gly Glu Arg Glu Val Val Gly Pro Lys Val Arg Lys 
65 70 75 80 



Cys Leu Ala Asn Gly Ser Trp Thr Asp Met Asp Thr Pro Ser Arg Cys 
85 90 95 



Val Arg lie Cys Ser Lys Ser Tyr Leu Thr Leu Glu Asn Gly Lys Val 
100 105 110 



Phe Leu Thr Gly Gly Asp Leu Pro Ala Leu Asp Gly Ala Arg Val Asp 
115 120 125 



Phe Arg Cys Asp Pro Asp Phe His Leu Val Gly Ser Ser Arg Ser lie 
130 135 140 



Cys Ser Gin Gly Gin Trp Ser Thr Pro Lys Pro His Cys Gin Val Asn 
145 150 155 160 



Arg Thr Pro His Ser Glu Arg Arg Ala Val Tyr lie Gly Ala Leu Phe 
165 170 175 



Pro Met Ser Gly Gly Trp Pro Gly Gly Gin Ala Cys Gin Pro Ala Val 
180 185 190 



Glu Met Ala Leu Glu Asp Val Asn Ser Arg Arg Asp lie Leu Pro Asp 
195 200 205 



Tyr Glu Leu Lys Leu lie His His Asp Ser Lys Cys Asp Pro Gly Gin 
210 215 220 



Ala Thr Lys Tyr Leu Tyr Glu Leu Leu Tyr Asn Asp Pro lie Lys lie 
225 230 . 235 240 



lie Leu Met Pro Gly Cys Ser Ser Val Ser Thr Leu Val Ala Glu Ala 
245 250 255 



Ala Arg Met Trp Asn Leu lie Val Leu Ser Tyr Gly Ser Ser Ser Pro 
260 265 270 



Ala Leu Ser Asn Arg Gin Arg Phe Pro Thr Phe Phe Arg Thr His Pro 
275 280 285 



Ser Ala Thr Leu His Asn Pro Thr Arg Val Lys Leu Phe Glu Lys Trp 
290 295 300 



Gly Trp Lys Lys lie Ala Thr lie Gin Gin Thr Thr Glu Val Phe Thr 
305 310 315 320 



Ser Thr Leu Asp Asp Leu Glu Glu Arg Val Lys Glu Ala Gly lie Glu 
325 330 335 



lie Thr Phe Arg Gin Ser Phe Phe Ser Asp Pro Ala Val Pro Val Lys 
340 345 350 



Asn Leu Lys Arg Gin Asp Ala Arg lie lie Val Gly Leu Phe Tyr Glu 
355 360 365 



Thr Glu Ala Arg Lys Val Phe Cys Glu Val Tyr Lys Glu Arg Leu Phe 
370 375 380 



Gly Lys Lys Tyr Val Trp Phe Leu lie Gly Trp Tyr Ala Asp Asn Trp 
385 390 395 400 



Phe Lys lie Tyr Asp Pro Ser lie Asn Cys Thr Val Asp Glu Met Thr 
405 410 415 



Glu Ala Val Glu Gly His He Thr Thr Glu He Val Met Leu Asn Pro 
420 425 430 



Ala Asn Thr Arg Ser He Ser Asn Met Thr Ser Gin Glu Phe Val Glu 
435 440 445 



Lys Leu Thr Lys Arg Leu Lys Arg His Pro Glu Glu Thr Gly Gly Phe 
450 455 460' 



Gin Glu Ala Pro Leu 
465 



Ala Tyr Asp Ala He Trp Ala Leu Ala Leu Ala 
470 475 480 



Leu Asn Lys Thr Ser Gly Gly Gly Gly Arg Ser Gly Val Arg Leu Glu 
485 490 495 



Asp Phe Asn Tyr Asn Asn Gin Thr lie Thr Asp Gin lie Tyr Arg Ala 
500 505 510 



Met Asn Ser Ser Ser Phe Glu Gly Val Ser Gly His Val Val Phe Asp 
515 520 525 



Ala Ser Gly Ser Arg Met Ala Trp Thr Leu lie Glu Gin Leu Gin Gly 
530 535 540 



Gly Ser Tyr Lys Lys lie Gly Tyr Tyr Asp Ser Thr Lys Asp Asp Leu 
545 550 555 560 



Ser Trp Ser Lys Thr Asp Lys Trp lie Gly Gly Ser Pro Pro Ala Asp 
565 570 575 



Gin Thr Leu Val lie Lys Thr Phe Arg Phe Leu Ser Gin Lys Leu Phe 
580 585 590 



He Ser Val Ser Val Leu Ser Ser Leu Gly He Val Leu Ala Val Val 
595 600 605 



Cys Leu Ser Phe Asn He Tyr Asn Ser His Val Arg Tyr He Gin Asn 
610 615 620 



Ser Gin Pro Asn Leu Asn Asn Leu Thr Ala Val Gly Cys Ser Leu Ala 
625 630 635 640 



Leu Ala Ala Val Phe Pro Leu Gly Leu Asp Gly Tyr His He Gly Arg 
645 650 655 



Asn Gin Phe Pro Phe Val Cys Gin Ala Arg Leu Trp Leu Leu Gly Leu 
660 665 670 



Gly Phe Ser Leu Gly Tyr Gly Ser Met Phe Thr Lys He Trp Trp Val 
675 680 685 



His Thr Val Phe Thr Lys Lys Glu Glu Lys Lys Glu Trp Arg Lys Thr 
690 695 700 



Leu Glu Pro Trp Lys Leu Tyr Ala Thr Val Gly Leu Leu Val Gly Met 



705 



710 



715 



720 



Asp Val Leu Thr Leu Ala lie Trp Gin lie Val Asp Pro Leu His Arg 
725 730 735 



Thr lie Glu Thr Phe Ala Lys Glu Glu Pro Lys Glu Asp lie Asp Val 
740 745 750 



Ser lie Leu Pro Gin Leu Glu His Cys Ser Ser Arg Lys Met Asn Thr 
755 760 765 



Trp Leu Gly lie Phe Tyr Gly Tyr Lys Gly Leu Leu Leu Leu Leu Gly 
770 775 780 



lie Phe Leu Ala Tyr Glu Thr Lys Ser Val Ser Thr Glu Lys lie Asn 
785 790 795 800 



Asp His Arg Ala Val Gly Met Ala He Tyr Asn Val Ala Val Leu Cys 
805 810 815 



Leu He Thr Ala Pro Val Thr Met He Leu Ser Ser Gin Gin Asp Ala 
820 825 830 



Ala Phe Ala Phe Ala Ser Leu Ala He Val Phe Ser Ser Tyr He Thr 
835 840 845 



Leu Val Val Leu Phe Val Pro Lys Met Arg Arg Leu He Thr Arg Gly 
850 855 860 



Glu Trp Gin Ser Glu Ala Gin Asp Thr Met Lys Thr Gly Ser Ser Thr 
865 870 875 880 



Asn Asn Asn Glu Glu Glu Lys Ser Arg Leu Leu Glu Lys Glu Asn Arg 
885 " 890 895 



Glu Leu Glu Lys He He Ala Glu Lys Glu Glu Arg Val Ser Glu Leu 
900 905 910 



Arg His Gin Leu Gin Ser Arg Gin Gin Leu Arg Ser Arg Arg His Pro 
915 920 925 



Pro Thr Pro Pro Glu Pro Ser Gly Gly Leu Pro Arg Gly Pro Pro Glu 
930 935 940 



Pro Pro Asp Arg Leu Ser Cys Asp Gly Ser Arg Val His Leu Leu Tyr 
945 950 955 960 



Lys 



<210> 3 

<211> 2823 

<212> DNA 
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<221> CDS 

<222> (1) . . (2823) 

<223> 



<400> 3 

atg get tec ccg egg age tec ggg cag ccc ggg ccg ccg ccg ccg ccg 48 

Met Ala Ser Pro Arg Ser Ser Gly Gin Pro Gly Pro Pro Pro Pro Pro 

1 5 10 15 

cca ccg ccg ccc gcg cgc ctg eta ctg eta ctg ctg ctg ccg ctg ctg 96 
Pro Pro Pro Pro Ala Arg Leu Leu Leu Leu Leu Leu Leu Pro Leu Leu 
20 25 30 

ctg cct ctg gcg ccc ggg gec tgg ggc tgg gcg egg ggc gee ccc egg 144 
Leu Pro Leu Ala Pro Gly Ala Trp Gly Trp Ala Arg Gly Ala Pro Arg 
35 40 45 

ccg ccg ccc age age ccg ccg etc tec ate atg ggc etc atg ccg etc 192 
Pro Pro Pro Ser Ser Pro Pro Leu Ser lie Met Gly Leu Met Pro Leu 
50 55 60 

ace aag gag gtg gee aag ggc age ate ggg cgc ggt gtg etc ccc gee 240 
Thr Lys Glu Val Ala Lys Gly Ser lie Gly Arg Gly Val Leu Pro Ala 
65 70 75 80 

gtg gaa ctg gee ate gag cag ate cgc aac gag tea etc ctg cgc ccc 288 
Val Glu Leu Ala lie Glu Gin lie Arg Asn Glu Ser Leu Leu Arg Pro 
85 90 .95 

tac ttc etc gac ctg egg etc tat gac acg gag tgc gac aac gca aaa 336 
Tyr Phe Leu Asp Leu Arg Leu Tyr Asp Thr Glu Cys Asp Asn Ala Lys 
100 105 110 

999 ttg aaa gee ttc tac gat gca ata aaa tac ggg ccg aac cac ttg 384 
Gly Leu Lys Ala Phe Tyr Asp Ala lie Lys Tyr Gly Pro Asn His Leu 
115 120 125 

atg gtg ttt gga ggc gtc tgt cca tec gtc aca tec ate att gca gag 432 
Met Val Phe Gly Gly Val Cys Pro Ser Val Thr Ser He He Ala Glu 
130 135 140 



tec etc caa ggc tgg aat ctg gtg cag ctt tct ttt get gca acc acg 480 
Ser Leu Gin Gly Trp Asn Leu Val Gin Leu Ser Phe Ala Ala Thr Thr 
145 150 155 160 

cct gtt eta gee gat aag aaa aaa tac cct tat ttc ttt egg acc gtc 528 
Pro Val Leu Ala Asp Lys Lys Lys Tyr Pro Tyr Phe Phe Arg Thr Val 
165 170 175 

cca tea gac aat gcg gtg aat cca gec att ctg aag ttg etc aag cac 576 
Pro Ser Asp Asn Ala Val Asn Pro Ala lie Leu Lys Leu Leu Lys His 
180 185 190 

tac cag tgg aag cgc gtg ggc acg ctg acg caa gac gtt cag agg ttc 624 
Tyr Gin Trp Lys Arg Val Gly Thr Leu Thr Gin Asp Val Gin Arg Phe 
195 200 205 

tct gag gtg egg aat gac ctg act gga gtt ctg tat ggc gag gac att 672 
Ser Glu Val Arg Asn Asp Leu Thr Gly Val Leu Tyr Gly Glu Asp lie 
210 215 220 

gag att tea gac acc gag age ttc tec aac gat ccc tgt acc agt gtc 72 0 

Glu lie Ser Asp Thr Glu Ser Phe Ser Asn Asp Pro Cys Thr Ser Val 
225 230 235 - 240 

aaa aag ctg aag ggg aat gat gtg egg ate ate ctt ggc cag ttt gac 768 
Lys Lys Leu Lys Gly Asn Asp Val Arg lie lie Leu Gly Gin Phe Asp 
245 250 255 

cag aat atg gca gca aaa gtg ttc tgt tgt gca tac gag gag aac atg 816 
Gin Asn Met Ala Ala Lys Val Phe Cys Cys Ala Tyr Glu Glu Asn Met 
260 265 270 

tat ggt agt aaa tat cag tgg ate att ccg ggc tgg tac gag cct tct 864 
Tyr Gly Ser Lys Tyr Gin Trp lie lie Pro Gly Trp Tyr Glu Pro Ser 
275 280 285 

tgg tgg gag cag gtg cac acg gaa gee aac tea tec cgc tgc etc egg 912 
Trp Trp Glu Gin Val His Thr Glu Ala Asn Ser Ser Arg Cys Leu Arg 
290 295 300 

aag aat ctg ctt get gee atg gag ggc tac att ggc gtg gat ttc gag 960 
Lys Asn Leu Leu Ala Ala Met Glu Gly Tyr lie Gly Val Asp Phe Glu 
305 310 315 320 

ccc ctg age tec aag cag ate aag acc ate tea gga aag act cca cag 1008 
Pro Leu Ser Ser Lys Gin lie Lys Thr lie Ser Gly Lys Thr Pro Gin 
325 330 335 

cag tat gag aga gag tac aac aac aag egg tea ggc gtg ggg ccc age 1056 
Gin Tyr Glu Arg Glu Tyr Asn Asn Lys Arg Ser Gly Val Gly Pro Ser 
340 345 350 

aag ttc cac ggg tac gee tac gat ggc ate tgg gtc ate gee aag aca 1104 
Lys Phe His Gly Tyr Ala Tyr Asp Gly lie Trp Val lie Ala Lys Thr 
355 360 365 



ctg cag agg gcc atg gag aca ctg cat gcc age age egg cac cag egg 1152 
Leu Gin Arg Ala Met Glu Thr Leu His Ala Ser Ser Arg His Gin Arg 
370 375 380 

ate cag gac ttc aac tac acg gac cac acg ctg ggc agg ate ate etc 1200 
lie Gin Asp Phe Asn Tyr Thr Asp His Thr Leu Gly Arg lie lie Leu 
385 390 395 400 

aat gcc atg aac gag acc aac ttc ttc ggg gtc acg ggt caa gtt gta 1248 
Asn Ala Met Asn Glu Thr Asn Phe Phe Gly Val Thr Gly Gin Val Val 
405 410 415 

ttc egg aat ggg gag aga atg ggg acc att aaa ttt act caa ttt caa 12 96 

Phe Arg Asn Gly Glu Arg Met Gly Thr lie Lys Phe Thr Gin Phe Gin 
420 425 430 

gac age agg gag gtg aag gtg gga gag tac aac get gtg gcc gac aca 1344 
Asp Ser Arg Glu Val Lys Val Gly Glu Tyr Asn Ala Val Ala Asp Thr 
435 440 445 

ctg gag ate ate aat gac acc ate agg ttc caa gga tec gaa cca cca 1392 
Leu Glu lie lie Asn Asp Thr lie Arg Phe Gin Gly Ser Glu Pro Pro 
450 455 460 

aaa gac aag acc ate ate ctg gag cag ctg egg aag ate tec eta cct 1440 
Lys Asp Lys Thr lie lie Leu Glu Gin Leu Arg Lys lie Ser Leu Pro 
465 470 475 480 

etc tac age ate etc tct gcc etc acc ate etc ggg atg ate atg gcc 1488 
Leu Tyr Ser lie Leu Ser Ala Leu Thr lie Leu Gly Met lie Met Ala 
485 490 495 

agt get ttt etc ttc ttc aac ate aag aac egg aat cag aag etc ata 1536 
Ser Ala Phe Leu Phe Phe Asn lie Lys Asn Arg Asn Gin Lys Leu lie 
500 505 510 

aag atg teg agt cca tac atg aac aac ctt ate ate ctt gga ggg atg 1584 
Lys Met Ser Ser Pro Tyr Met Asn Asn Leu lie lie Leu Gly Gly Met 
515 520 525 

etc tec tat get tec ata ttt etc ttt ggc ctt gat gga tec ttt gtc 1632 
Leu Ser Tyr Ala Ser lie Phe Leu Phe Gly Leu Asp Gly Ser Phe Val 
530 535 540 

tct gaa aag acc ttt gaa aca ctt tgc acc gtc agg acc tgg att etc 1680 
Ser Glu Lys Thr Phe Glu Thr Leu Cys Thr Val Arg Thr Trp lie Leu 
545 550 555 560 

acc gtg ggc tac acg acc get ttt ggg gcc atg ttt gca aag acc tgg 172 8 

Thr Val Gly Tyr Thr Thr Ala Phe Gly Ala Met Phe Ala Lys Thr Trp 
565 570 575 

aga gtc cac gcc ate ttc aaa aat gtg aaa atg aag aag aag ate ate 1776 
Arg Val His Ala lie Phe Lys Asn Val Lys Met Lys Lys Lys lie lie 
580 585 590 

aag gac cag aaa ctg ctt gtg ate gtg ggg ggc atg ctg ctg ate gac 1824 



Lys Asp Gin Lys Leu Leu Val lie Val Gly Gly Met Leu Leu lie Asp 
595 600 605 



ctg tgt ate ctg ate tgc tgg cag get gtg gac ccc ctg cga agg aca 1872 
Leu Cys lie Leu lie Cys Trp Gin Ala Val Asp Pro Leu Arg Arg Thr 
610 615 620 

gtg gag aag. tac age atg gag ccg gac cca gca gga egg gat ate tec 1920 
Val Glu Lys Tyr Ser Met Glu Pro Asp Pro Ala Gly Arg Asp lie Ser 
625 630 635 640 

ate cgc cct etc ctg gag cac tgt gag aac acc cat atg acc ate tgg 1968 
lie Arg Pro Leu Leu Glu His Cys Glu Asn Thr His Met Thr lie Trp 
645 650 655 

ctt ggc ate gtc tat gee tac aag gga ctt etc atg ttg ttc ggt tgt 2016 
Leu Gly lie Val Tyr Ala Tyr Lys Gly Leu Leu Met Leu Phe Gly Cys 
660 665 670 

ttc tta get tgg gag acc cgc aac gtc age ate ccc gca etc aac gac .2064 
Phe Leu Ala Trp Glu Thr Arg Asn Val Ser lie Pro Ala Leu Asn Asp 
675 680 685 

age aag tac ate ggg atg agt gtc tac aac gtg ggg ate atg tgc ate 2112 
Ser Lys Tyr lie Gly Met Ser Val Tyr Asn Val Gly lie Met Cys lie 
690 695 700 

ate ggg gee get gtc tec ttc ctg acc egg gac cag ccc aat gtg cag 2160 
lie Gly Ala Ala Val Ser Phe Leu Thr Arg Asp Gin Pro Asn Val Gin 
705 710 715 720 

ttc tgc ate gtg get ctg gtc ate ate ttc tgc age acc ate acc etc 2208 
Phe Cys lie Val Ala Leu Val lie lie Phe Cys Ser Thr lie Thr Leu 
725 730 735 

tgc ctg gta ttc gtg ccg aag etc ate acc ctg aga aca aac cca gat 2256 
Cys Leu Val Phe Val Pro Lys Leu lie Thr Leu Arg Thr Asn Pro Asp 
740 745 750 

gca gca acg cag aac agg cga ttc cag ttc act cag aat cag aag aaa 2304 
Ala Ala Thr Gin Asn Arg Arg Phe Gin Phe Thr Gin Asn Gin Lys Lys 
755 760 765 

gaa gat tct aaa acg tec acc teg gtc acc agt gtg aac caa gec age 2352 
Glu Asp Ser Lys Thr Ser Thr Ser Val Thr Ser Val Asn Gin Ala Ser 
770 775 780 

aca tec cgc ctg gag ggc eta cag tea gaa aac cat cgc ctg cga atg 2400 
Thr Ser Arg Leu Glu Gly Leu Gin Ser Glu Asn His Arg Leu Arg Met 
785 790 795 800 

aag ate aca gag ctg gat aaa gac ttg gaa gag gtc acc atg cag ctg 2448 
Lys lie Thr Glu Leu Asp Lys Asp Leu Glu Glu Val Thr Met Gin Leu 
805 810 815 

cag gac aca cca gaa aag acc acc tac att aaa cag aac cac tac caa 2496 
Gin Asp Thr Pro Glu Lys Thr Thr Tyr lie Lys Gin Asn His Tyr Gin 



820 



825 



830 



gag etc aat gac ate etc aac ctg gga aac ttc act gag age aca gat 2544 
.Glu Leu Asn Asp lie Leu Asn Leu Gly Asn Phe Thr Glu Ser Thr Asp 
835 840 845 

99 a 99 a aa 9 9 CC att tta aaa aat cac etc gat caa aat ccc cag eta 2592 
Gly Gly Lys Ala lie Leu Lys Asn His Leu Asp Gin Asn Pro Gin Leu 
850 855 860 

cag tgg aac aca aca gag ccc tct cga aca tgc aaa gat cct ata gaa 2640 
Gin Trp Asn Thr Thr Glu Pro Ser Arg Thr Cys Lys Asp Pro lie Glu 
865 870 875 880 

gat ata aac tct cca gaa cac ate cag cgt egg ctg tec etc cag etc 2688 
Asp lie Asn Ser Pro Glu His lie Gin Arg Arg Leu Ser Leu Gin Leu 
885 890 895 

ccc ate etc cac cac gee tac etc cca tec ate gga ggc gtg gac gee 2736 
Pro lie Leu His His Ala Tyr Leu Pro Ser lie Gly Gly Val Asp Ala 
900 905 910 

age tgt gtc age ccc tgc gtc age ccc ace gee age ccc cgc cac aga 2 784 

Ser Cys Val Ser Pro Cys Val Ser Pro Thr Ala Ser Pro Arg His Arg 
915 920 925 

cat gtg cca ccc tec ttc cga gtc atg gtc teg ggc ctg 2823 
His Val Pro Pro Ser Phe Arg Val Met Val Ser Gly Leu 
930 935 940 



<210> 4 

<211> 941 

<212> PRT 

<213> Homo sapiens 

<400> 4 

Met Ala Ser Pro Arg Ser Ser Gly Gin Pro Gly Pro Pro Pro Pro Pro 
1 5 10 15 



Pro Pro Pro Pro Ala Arg Leu Leu Leu Leu Leu Leu Leu Pro Leu Leu 
20 25 30 



Leu Pro Leu Ala Pro Gly Ala Trp Gly Trp Ala Arg Gly Ala Pro Arg 
35 40 45 



Pro Pro Pro Ser Ser Pro Pro Leu Ser lie Met Gly Leu Met Pro Leu 
50 55 60 



Thr Lys Glu Val Ala Lys Gly Ser lie Gly Arg Gly Val Leu Pro Ala 
65 70 75 80 



Val Glu Leu Ala lie Glu Gin lie Arg Asn Glu Ser Leu Leu Arg Pro 
85 90 95 



Tyr Phe Leu Asp Leu Arg Leu Tyr Asp Thr Glu Cys Asp Asn Ala Lys 
100 105 110 



Gly Leu Lys Ala Phe Tyr Asp Ala lie Lys Tyr Gly Pro Asn His Leu 
115 120 125 



Met Val Phe Gly Gly Val Cys Pro Ser Val Thr Ser He He Ala Glu 
130 135 140 



Ser Leu Gin Gly Trp Asn Leu Val Gin Leu Ser Phe Ala Ala Thr Thr 
145 150 155 160 



Pro Val Leu Ala Asp Lys Lys Lys Tyr Pro Tyr Phe Phe Arg Thr Val 
165 170 175 



Pro Ser Asp Asn Ala Val Asn Pro Ala He Leu Lys Leu Leu Lys His 
180 185 190 



Tyr Gin Trp Lys Arg Val Gly Thr Leu Thr Gin Asp Val Gin Arg Phe 
195 200 205 



Ser Glu Val Arg Asn Asp, Leu Thr Gly Val Leu Tyr Gly Glu Asp He 
210 215 220 



Glu He Ser Asp Thr Glu Ser Phe Ser Asn Asp Pro Cys Thr Ser Val 
225 230 235 240 



Lys Lys Leu Lys Gly Asn Asp Val Arg He He Leu Gly Gin Phe Asp 
245 250 255 



Gin Asn Met Ala Ala Lys Val Phe Cys Cys Ala Tyr Glu Glu Asn Met 
260 265 270 



Tyr Gly Ser Lys Tyr Gin Trp He He Pro Gly Trp Tyr Glu Pro Ser 
275 280 285 



Trp Trp Glu Gin Val His Thr Glu Ala Asn Ser Ser Arg Cys Leu Arg 
290 295 300 



Lys Asn.Leu Leu Ala Ala Met Glu Gly Tyr lie Gly Val Asp Phe Glu 
305 310 " 315 320 



Pro Leu Ser Ser Lys Gin lie Lys Thr lie Ser Gly Lys Thr" Pro Gin 
325 330 335 



Gin Tyr Glu Arg Glu Tyr Asn Asn Lys Arg Ser Gly Val Gly Pro Ser 
340 345 350 



Lys Phe His Gly Tyr Ala Tyr Asp Gly lie Trp Val lie Ala Lys Thr 
355 360 365 



Leu Gin Arg Ala Met Glu Thr Leu His Ala Ser Ser Arg His Gin Arg 
370 375 380 



lie Gin Asp Phe Asn Tyr Thr Asp His Thr Leu Gly Arg lie lie Leu 
385 390 395 400 



Asn Ala Met Asn Glu Thr Asn Phe Phe Gly Val Thr Gly Gin Val Val 
405 410 415 



Phe Arg Asn Gly Glu Arg Met 1 Gly Thr lie Lys Phe Thr Gin Phe Gin 
420 425 430 



Asp Ser Arg Glu Val Lys Val Gly Glu Tyr Asn Ala Val Ala Asp Thr 
435 440 445 



Leu Glu lie lie Asn Asp Thr lie Arg Phe Gin Gly Ser Glu Pro Pro 
450 455 460 



Lys Asp Lys Thr lie lie Leu Glu Gin Leu Arg Lys lie Ser Leu Pro 
465 470 475 480 



Leu Tyr Ser lie Leu Ser Ala Leu Thr lie Leu Gly Met lie Met Ala 
485 490 495 



Ser Ala Phe Leu Phe Phe Asn lie Lys Asn Arg Asn Gin Lys Leu lie 
500 505 510 



Lys Met Ser Ser Pro Tyr Met Asn Asn Leu lie lie Leu Gly Gly Met 
515 520 525 



Leu Ser Tyr Ala Ser lie Phe Leu Phe Gly Leu Asp Gly Ser Phe Val 



530 535 540 



Ser Glu Lys Thr Phe Glu Thr Leu Cys Thr Val Arg Thr Trp lie Leu 
545 550 * 555 560 



Thr Val Gly Tyr Thr Thr Ala Phe Gly Ala Met Phe Ala Lys Thr Trp 
565 570 575 



Arg Val His Ala lie Phe Lys Asn Val Lys Met Lys Lys Lys lie lie 
580 585 590 



Lys Asp Gin Lys Leu Leu Val lie Val Gly Gly Met Leu Leu lie Asp 
595 " 600 605 



Leu Cys lie Leu lie Cys Trp Gin Ala Val Asp Pro Leu Arg Arg Thr 
610 615 620 



Val Glu Lys Tyr Ser Met Glu Pro Asp Pro Ala Gly Arg Asp lie Ser 
625 630 635 640 



lie Arg Pro Leu Leu Glu His Cys Glu Asn Thr His Met Thr lie Trp 
645 650 655 



Leu Gly lie Val Tyr Ala Tyr Lys Gly Leu Leu Met Leu Phe Gly Cys 
660 665 670 



Phe Leu Ala Trp Glu Thr Arg Asn Val Ser lie Pro Ala Leu Asn Asp 
675 680 685 



Ser Lys Tyr lie Gly Met Ser Val Tyr Asn Val Gly lie Met Cys lie 
690 695 700 



lie Gly Ala Ala Val Ser Phe Leu Thr Arg Asp Gin Pro Asn Val Gin 
705 710 715 720 



Phe Cys He Val Ala Leu Val He He Phe Cys Ser Thr He Thr Leu 
725 730 735 



Cys Leu Val Phe Val Pro Lys Leu He Thr Leu Arg Thr Asn Pro Asp 
740 745 750 



Ala Ala Thr Gin Asn Arg Arg Phe Gin Phe Thr Gin Asn Gin Lys Lys 
755 760 765 



Glu Asp Ser Lys Thr Ser Thr Ser Val Thr Ser Val Asn Gin Ala Ser 
770 775 780 



Thr Ser Arg Leu Glu Gly Leu Gin Ser Glu Asn His Arg Leu Arg Met 
785 790 795 800 



Lys lie Thr Glu Leu Asp Lys Asp Leu Glu Glu Val Thr Met Gin Leu 
805 810 815 



Gin Asp Thr Pro Glu Lys Thr Thr Tyr lie Lys Gin Asn His Tyr Gin 
820 825 830 



Glu Leu Asn Asp lie Leu Asn Leu Gly Asn Phe Thr Glu Ser Thr Asp 
835 840 845 



Gly Gly Lys Ala lie Leu Lys Asn His Leu Asp Gin Asn Pro Gin Leu 
850 855 860 



Gin Trp Asn Thr Thr Glu Pro Ser Arg Thr Cys Lys Asp Pro lie Glu 
865 870 875 880 



Asp lie Asn Ser Pro Glu His lie Gin Arg Arg Leu Ser Leu Gin Leu 
885 890 895 



Pro lie Leu His His Ala Tyr Leu Pro Ser lie Gly Gly Val Asp Ala 
900 905 910 



Ser Cys Val Ser Pro Cys Val Ser Pro Thr Ala Ser Pro Arg His Arg 
915 920 925 



His Val Pro Pro Ser Phe Arg Val Met Val Ser Gly Leu 
930 935 940 



